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Thecostraca: cBO604HOXMBYLLME M MAPA3UTHI

MOpCKMG yTOUKM Mopckue xenyau

youtube.com https://invasions.si.edu/nemesis/species_summary/89628

AKpoTOpaLuKku KopHeroaosble paku
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CTpoeHune Tena
KOPHEeroJioBbIX

3D-peKoHCTPYKLMSA TeNa B3POCI0M CAMKM
Peltogaster sp.

Pa3Hoobpa3mne KoOpHero10BbIX

Noever et al., 2016

Heeg et al., 2019 3



BanaHve kopHerosoBbIX
Ha X03feB
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https://www.youtube.com/watch?v= LFaquathAl; s -

34,0p0OBas CaMKa C SINL,EBOM MAaCCOM

-

340poBble camLbl
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3apaxéHHbIe CaMLibl g 8

340pOBble CaMKu

3apaéHHble CaMKM

Fazhan et al., 2018
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9BO/IIOLUMA B3aUMOOTHOLLEHUM Anomura
KOPHEeroJ/ioBbIX L
C HEPBHOM CUCTEMOWN XO351EB

BokanoBnaHbie

CToONI0HbI B

OpraHbl y J
6a3aNbHbIX Henponuniey : B e

~ M BUHYTbIX 9 ] o o o
CEMENCTB POA Y Ahyong, 2007 ®oto: AnekcaHap CeMEHOB

CEMEUCTB
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ObbeKkT nccnegoBaHusa n mecto cbopa

Peltogaster reticulata (Peltogastridae)
Ha pake-oTwenbHUKe Pagurus minutus

Korn et al., 2020
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[1n3anH nccneso0BaHUS
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3/A0p0OBas CaMKa VS 3apaxeHHas
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340poBasn CaMKa Vs 340PpOBbIN CaMel,
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3apaXkéHHas camMKa VS 3apaXKEHHbIV camel,




AccembanpoBaHmne de novo TPAHCKPUNTOMA FaHr/IneB
C MOMOLLbI HECKOJIbKO MPOrpamm

[Avarpamma BeHHa c koamyecTBOM
NMOJIHOCTbIO CO6paHHbIX OPTOJIOroB

0 g\ ° Jlydwmm pesynbtaT — npm obbeanHeHnn cOopok,
0 0\ MOJIy4YEeHHbIX Pa3/IM4yHbIMK accembaepamum:
, RNA-Bloom u
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3apa)XkeHune NpuUBOAUT K NOAABAEHNIO MHOIMUX
brnonormnyeckmnx Nnpou,eccos

Mpouecchl, NogaBNeHHbIE Y 3apa>K€HHbIX
CaMOK MO CPaBHEHUIO CO 340POBbIMM

positive regulation of nervous system development
positive regulation of RNA splicing
chaperone-mediated protein complex assembly
negative regulation of transmembrane receptor pratein serine/threonine kinase signaling pathway

intracellular epr |nngathway CTa pe Hue
positive regulation of protein polymerization

cellular nitrogen compound biosynthetic process

positive regulation of mitochondrion organization

regulation of pattern recognition receptor signaling pathway PenpOAYKLI,VIFI
_negative regulation of gene expression o
positive regulation of microtubule nucleation MMMYHHBbIM OTBeT

~ mRNA catabolic process ,
positive reg ulation of innate immune response
telomere maintenance | neuppn-difersntiation
[ negative regulation of protein ubiquitinaiion|
positive regulation of neuron differentiation
[ cellular heat acclimation | gene expression
establishment of protein localization to organelle
regulation of mitotic cell cycle ™ peptide transport
negative regulation of cell growthﬁl
negative regulation of signal transduction in absence of igan:
ribonucleotide metabolic process

TennoBou cTpecc
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3apa)XkeHune NpuUBOAUT K NOAABAEHNIO MHOIMUX
brnonormnyeckmnx Nnpou,eccos

[Mpouecchl, NoAgaBAeHHbIe Y 3apa>X€HHbIX CaMLLOB Npu
CpaBHEHUM €O 340POBbIMU

cytoplasmic translation
positive regulation of protein polymerization CTa pe H M e

ribosomal large subunit biogenesis
gene sxpression - riponucleoprotein complex assembly

_mitochondrial membrane organization _
negative regulation of gene expression Penpoaykuus

MRBNA metaboliC Process  owcmrenshii crpece

lcellular response to oxidative stress |
requlation of protein ubiquitination
organonitrogen compound biosynthetic process A|'|0|1T03
[regulation of cell cycle |
Ll
[regulafion orIntrinsic apoptouc signalng pathway ]
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Pasanumna mexay nosnamm CTUparoTCs B C/1ydae
3apaxeHus Peltogaster reticulata

Mexay 340OPOBbIMU camkamu n camuamu
Pagurus minutus

negative regulatiorll Qf extrinsic apopltotic signaling pathway Im absencel of \Iigand
positive regulation of neuron differentiation =~
positive regulation of protein polymerization

regmg‘ﬁg'ﬁ'a&{%}eﬁ%ﬁﬁigt’éar'g%ﬁntgway Mexay 3APAXXEHHbBIMWU camkamu 1 camuamm

positive regulation of mitochondrion organization Pagurus minutus
. _rotein targeting to mitocho_ndrion single fertilization
p03|ﬁve regulation of innate immune response
. negative regulation of gene expression
rergnge!)g::lt;eltaomlgromossf r(r]|lu.|taroh.£!1gcc?mp|!)ng!mehonagtosﬂlgemgly . r|b0§0mé blO : e.npe3|s i

positive re[gu1at|on of RNA splicing  organonitrogen compound biosynthetic process
negative regulation of protein ubiquitination defonse responec 1o Grat-nogaive bactrium

mitochondrial transport
cellular nitrogen compound biosynthetic process

prOteIn UbIQUItInatIOH negative regulation of cell growth
mMRNA metabolic process:

purine nucleoside monophosphate metabolic process
positive regulation of supramolecular fiber organization

chaperone-mediated protein complex assembly



CTonoHbl Peltogaster reticulata B HepBHOW TKaHW XO35IMHA
BbI3bIBAOT U3MEHEHUS ee Y/IbTPACTPYKTYpbl

CHMXKaeTcs Yncao 6Monornyeckmux NpoL,EeCcCcoB y 3apakKEHHbIX
ocoben obonx nos10B

CTmnpatoTCcsa FpaHnLLbl MeXAy N0JIaMM HA MOEKYIIPHOM
YPOBHE Y 3apaXX€HHbIX PAKOB-OTLLE/IbHUKOB



B nHTepHe obHapy>KeHbl 3KCKpeTOpHble benku, yyacTeytouime B
HanpaB/ieHMe POCTa HEMPOHOB

CTO/IOHbI MHTEPHbI, OMNJIETEHHbIE TAXAMM
HEePBHOW TKaHM X035IMHa

proteolysis
neuron recognition response to endoplasmic reticulum stress
chitin—based cuticle development membr me Mp\d metabolic )roce&a

cell ad

amlnoglycan Catab lic process

immune effector process
mveloid leukocvie activation

Imotor neuron axon guidance |

Proteolysis

vesicle—mediated transport
carbohydrate derivative catabolic process

regulation of apoptotic signaling pathway
organonitrogen compound catabolic process

extracellular structure organization
regulated exocytosis

immune effector process

cell adhesion

organonitrogen compou ind catabolic process
organonitrogen compound catabolic process

liposaccharide metabolic process

carbohydrate derivative catabolic process vesicle_mediated transport
[equlated exocyiosis IMOotor neuron axon guidance|
| motor neuron axon guidancej SToleoTy SIS e,
I’O'[GOlySIS : carbohydrate derivative catabolic process
. p : mye|0|d Ieukocyte activation
liposaccharide metabolic process oo IMMUNG )

myeloid leukocyte activation

posmve regulatlon of cell commumcatlon
organonitrogen compound metabolic proces
response to endoplasmic reticulum stre sS

a-TybynnH 14



[eHOM

cytoplasmic translation
positive regulation of protein polymerization
ribosomal large subunit biogenesis
gene epresson - riponucleoprotein complex assembly
mitochondrial membrane organization

negative regulation of gene expression

MRNA metabolic process

cellular response to oxidative stress
regulation of protein ubiquitination
organonitrogen compound biosynthetic process

regulation of cell'cycle
peptide transport
wticelllar organism aging

[lpoTeom

HenponenTtuabi

[lpoCTpaHCTBEHHOE
pacnpeaeneHue

MALDI-Tof
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CaHkT-NeTepbyproxvin
rocyjapcTEEHHBIA
YHHUBERCATET
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Ele-like
NP-like
CalA-like
DH31-like
DH31-like
EH-like
NP-like
MG-like
NP-like
CalA-like
NP-like
NP-like
CalA-like
Burs-like
TP-like
CalA-like
CalA-like
DH31-like
NP-like
DH31-like
NP-like
DH31-like
NP-like
NP-like
Ele-like
DH31-like
NP-like
NP-like
DH44-like
NP-like
NP-like
DH31-like
NP-like
NP-like
NP-like
NP-like
NP-like
NP-like
NP-like -

DH31-like peptide:
ANYypeTNYeCKnm ropMoH;
yyacTume B INHbKe.

NP-like: HemponapcuH
IKANCTEPONAOrEHHbIM TOPMOH
AMYHMKOB; aHTMU-
rOHaZOTPOMNHbIM GAKTOP
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healthy_fem infected_fem healthy_male infected_male



[lnaH npoekTa

lllumina HiSeq sequences

Transcriptome

Genome

Quality control, library preparation

Quality control, library preparation

FastQC, Kraken2, FastP

y

De novo assembly

Trinity, RNA-Bloom, rnaSPAdes

A 4

FastQC, Krakenz2, FastP

A 4

Genome size assessment
Jellyfish

A 4

Assembly quality control

in silico mate pairs libraries creating

TransRate, BUSCO

A 4

Cross-species scaffolding

A 4

ORFs search, protein annotation

De novo assembly

TransDecoder, egqgNOG-mapper

A

SPAdes

y

Expression quantification, GO-terms enrichment analysis

Assembly quality control

Salmon, RNentropy, topGO
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